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Adaptive Immunity Does Not Mediate Selective advantages for a subset of
Fitness Advantage of Native Microbiotas native ASVs is depended on Ragl
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Inocula Mixture

Two different native vs non-native microbiota mixtures were inoculated into both
wildtype and Rag1 deficient mice, and fecal samples were collected at 4 and 6
weeks. The resulting communities were more similar to their native donor than
their non-native donor (p < 0.001).
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We conducted a Series off painwise: /i vVive: microbiotar competition
experiments in germ-iree mice designed to: measure the degree of
local adaptation: of ¢ JJ'r micrepiota to thelr Nost species while
explicitly: controlling for dispersal limitation. Ve used 16S' rRNA
profiling te: characterize the microbial community: structure: in the
IECes oI ex-germ-iree mice, and then quantified their similarity” to
each donor by developing the Local Adaptation Index®.

We then developed a neutral model of community assembly with which we could
calculate the expected relative abundance of each ASV based on their relative
abundance In the input inoculum. Four ASVs were found to have a selective
advantage in wildtype mice, but not Rag1’ mice, indicating that Rag1 mediates
the selective advantage of these microbes.
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